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oLk 2EZe| ME XH&Oo|Lt.

RIG-1(retinoic acid-inducible gene 1)1} MDASEHEREIOf| A IRF7(interferon regulatory factor 7)1t IRF37} Li2LC}.
M NF-kB7} 8 £02 S0{7} DNAQ} AS %22 E3| IL-67} LIQF ME XA 0| AR ASZE HUiC} CH20
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peptide2 X|A|SICE Naive T cell O MY BtOo ™ Thet Tc2 &3t ECL Tce INF-yE 2H|$HCt.

Th M/=7} B cellZ triggerdt™, B cellO| antibodyE &H|3IC}. Antibody= 20 HO|B{AON E0{A HiO|2{A0| =
S R SALL WHT 50| HO|HAS FO|TE XA 4 YTk Th MEJ HZ 7M cytokine stormS
olo

7t

AL} 19 HRO|2 AT CAIMZSE 4X|4 M= (Dendritic cel) 0l ZX| @ CHAIMZRF 4X4 M=ol &0
O|SHAM &l =9°| NF-KBO|A IL-6& EH|THCT

<IL-62} cytokine storm>
IL-6= & H® lymphocyted] ¥2k= 0O|XICE
Th 17 M=, Thf NI, B M|Z, Tc MZo| 2d3t7t YojLtn, iTreg MZE= X E L

= B Blood vesselof ¥zf2 O|%kICt

endothelial M|ZE& A}=5tH MCP10| &850 monocyteE recruitingstil

VEGF(vascular endothelial growth factor)7t &7} £|0f &@29| E0| E0{L} permeability?} &= OtZIC}.
E-cadherin®| ZH|7t BOIH & SM7I 80X 2ol MHL SO WA LI2CH d=2M g5 230
Tw8

ol

7t

rot

ChAl IL-67} L}QD BE TPES SEAZICH
IL-80| Lt2FA neutrophilO| recruiting=|0{ HIO|Z{AE THOF He=C}.

Orx[gfe = Zhliver) =0 Sefs OJEICt
fibrogenO| & 7}$tCt.
ferritine CHEHZIO| = J}SIC}H FeE HZISH= CHEHZElO|CL.

=
C3 CHATO| Sofstct
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C3 response protein0| & 7}3tLC}.
HepcidinO| & 7}stCt.

0| A&7} cytokine stormO|m, JdejA 2|7t =A E=ICt

JAK(Janus associated kinase)Ofl A A|21E0| QFA STAT(signal transducer and activator of transcription)& At=3}10
STATO{| A IRF-90| Lt 11, IRF-90| & %02 =0{7} ISRE(INF-stimulated response element)2 Xt=5}10 ISREQ|| A
RNaseZ} Lt2LCF.

\/i]rus

relaression * ds- DNA virus

es:ape H RNA
Hto|2{A o] Fafel 37X st
1. Regression &: 22|°|] A&0| E|2t L= MO|Ct
1 ZH7t ds-DNA viruse 22| Al=2o| Eftut ZHol, 296t B E MFHL|SO0| Q17F MEZel 2tFE| ZL.
2. Escape M: 22| MZS| RNA Y7} Eb=ACH= Mo|Ct.  RNA virus E0|C}
3. Independence &: S8 Z FlIotk|0] LUCt= A
11} 2= Z=, Hio|2{A= E0| OfLf2l= ZAo|Ct f2|o YF0o| 2|7t H4E Z0|CH

— L O

Remdesivir £X} B20|C}.

. independence

Remdesivir —
Remdesivir= adenine 2XtE LW LHRUCE
AMPR} Hlw = Of FEIel 9 HAN)7F BFA(O)= HHYL, 222 Fof 1# B4 22 s2(H)7F (N2
HH QLT
remdesivir7} J|Z 22 EqIs = JZI0|A BEAISH ZAHE OlAt7| HE20| 2|1 ofhlcAl 220t E0of ZtCh
MZE QoA OIA7|QF HBHSI0] ATP SENJ} E|T ATP AIEZ SSSAZ S0| 743 QIAHY| 27474 EaEtx| D
AMP SEjZ 27 EIC

(TJ—OH\KA = Ll I:I')

T'-|'°m
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