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5HT serotonin N2EH
aa amino acid ofO| L 4F
OtH|€dy0|E 12|3t&
AC adenylate cyclase Af =80l =t
Ach acetylcholine OLMEl =2
action potential 2™ 9
alternative
MEHM O|o{at=x7
AMPAR a-?m1n0-3 hydroxy-5-methyl-4-isoxazolepropionic AMPA 22K
acid receptor
Brain stem | 7t
ZtA ZIOE2| O| =M L}
2 - . . =8 =2L-= o
CaMKII Ca2-calmodulin-dependent protein kinase Il SAL 7| LEOFA| 11
cAMP cyclic adenosine monophosphate 2] AMP
Icium/calmodulin- ndent serine protein kin R
CASK (I:Ia: cium/calmodulin-dependent serine protein kinase scaffold protein = SHLt
chromosome A |
: : Cubitus interruptus: transcription factor involved in
Ci protein . .
the Hedgehog signaling pathway
R Ci(Cubitus interruptus: transcription factor involved
Ci-activator . X . .
in the Hedgehog signaling pathway) activator
clathrin =ctEE
COOH carboxyl group /c 2t ofstA| =417
cAMP(cyclic adenosine monophosphate) response Hp.© =
i _ HES O A Z{SHTHHH
CREB element-binding protein AMPIES ===
Cript cysteine-rich PDZ-binding protein
cytokine A EZ}HOI
cytosol M| = o
DA dopamine =i g
DAG diacylglycerol CIOtM =M E
dendrite =7
dynamin C|Lp2l
E epinephrine ooy ==zl
’ _ AN A EA S/ ZEEE,
endocytosis
4 MZ L%
ER endoplasmic reticulum ATH
ErbB4 erb-b2 receptor tyrosine kinase 1V
. . M= Q|42 = - F|LIOt
ERK extra cellular signal regulated kinase |
exocytosis QIEEE MEZLH=
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exon o= 7 HEIFEI X A&
extra synaptic AlRHA Q|
F-actin filamentous actin F-QH El
Fyn Proto-oncogene tyrosine-protein kinase
GABA gamma amino butyric acid /K| 7t}
G-actin globular actin
GEF Guanine nucleotide exchange factor: GTP -> GDP
Gephyrin
GK guanylate Kinase-like
GKAP guanylate kinase associated protein
Glu glutamate/ S -2
GPCR G-protein coupled receptor
Grb2 growth factor receptor-bound protein Il
GRIP glutamate receptor-interacting protein | scaffold protein & StLt
growth cone A PNET S
GTP guanosine triphosphate
Ga
Hh hedgehog
Homer scaffold protein & StLt
inotropic receptor Ol2d+&H|
irtron CHHE ot gt Ftet RTEE T B B&2/cf, ole=

exon

invertebrate S e ]
IP3 inositol triphosphate O| . Al =2 QI A
IP3R inositol triphosphate receptor O| . Al S Q1A =8
JAK pathway Janus kinase pathway
k Kinase
Kainate kainic acid 710[ S At
ligand Hi | X}
LSU large subunit (of ribosome)
LTD long-term depression
LTP long-term potentiation
lysosome ribosome 1t lysosome = Ct& S A
lysosome SN 2off: 8K
degradation 7t 28)st
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mitogen: O|EZH 2 EF
EE, FAREEEE,

MAP mitogen activated protein mitogen activated protein
O E A2 ot e E 7|
LHOr X
O AH2E O EXICIEHE] 7|
MAPK mitogen activated protein kinase
P LOL R
MAPKK mitogen activated protein kinase kinase
MEK serine/tyrosine/threonine kinase
metabolic
CHAFAM A%
receptor HAHS & H
mGIuR metabotropic glutamate receptors AR =284 =85
microtubule O] M| 22t
Mint muncl8-interacting protein scaffold protein & StL}

mLin complex

MRNA

messenger RNA

myosin 0| Al

nAch Nicotinic acetylcholine

NE norepinephrine CEooy=gl

neuregulin wEEd

NF-KB nuclear factor kappa-B

NH2 n 2 Of0| = 7|/} 3t A

NMDAR N methyl-D-aspartate receptor NMDA =& X

notch cytosol notch A 32 <4

NR1 NMDAR 1

NR2 NMDAR 2

NR2A NMDAR 2A

NSF signal N-Ethylmaleimide-sensitive fusion protein

ORX1 olfactory receptor 13H1

p protein

p phosphate

p protease

PDK-1 3'-phosphoinositide-dependent kinase-1

PDZ domain a protein domain scaffold protein = SfL}

peroxisome H2A|E

physiological 2[H el
phosphatidyl inositol 111 kinase (321 M carbonOf| ©!

PI3K A7] 2o

PICK1 Protein Interacting with C Kinase | scaffold protein & StL}

PIP3 Phosphatidyl Inositol-3,4,5-trisphosphate




Y 20{=0] X ()
PKA protein kinase A CHEEF|LEA A
PKC protein kinase C CHEREF|LEA C
PLC phospholipase C X A7t C
PP1 protein phosphatase 1
PP2B protein phosphatase 2B
proteasome ZEHOIE
PSD-95 95-kDa postsynaptic density protein scaffold protein & StLt
PYK2 proline-rich tyrosine kinase 2

Q/R editing point

glutamine (Q)O| arginine
(R)2 £ editing &= X| &

R/G editing point

arginine (R)O| glycine (G)
O 2 editing &= X| &

Rab rat androgen-binding protein
Raf rapidly accelerated fibrosarcoma
Rap receptor associated protein
Ras family of proteins belong to a class of small GTPase
RasGEF guanine nucleotide exchange factors for Ras
RER rough endoplasmic reticulum AHATH
ribosome CH A ot d5te X2 g2 EE
RNA ribonucleic acid 2| 2o A
RNA POL II RNA polymerase I RNA &2
rRNA ribosomal RNA
RTK receptor tyrosine kinase
scaffold sjiaffold protein/ chromosome scaffold &M K| = 27 chax
74
SER smooth endoplasmic reticulum SHH A A
Src homology domain: one of the two small protein
SH binding domains found in the Src oncoprotein
Shank SH3 and multiple ankyrin repeat domains protein
TGF-B 2[ZtEO|A SHe
smad SMA & MAD(mothers against _ E MEE= H=E Hie
DPP(decapentaplegic) homolog(drosophila)) MSE HIIA| 7| = M=
L oy

Snare complex

soluble N-ethylmaleimide-sensitive fusion factor
attachment protein receptor

Snare S &HA|

Spar
spine dendritic spine Z=A=T| 7HK|
Sre proto-oncogene tyrosine-protein kinase 222 sarcoma(E35)E € 27|
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S-SCAM Synaptic scaffolding molecule scaffold protein & SkL}

SSU small subunit (of ribosome)

stargazin

STAT signal transducer and activator of transcription

STEP STriatal-Enriched protein tyrosine Phosphatase

stroma HEH, 7t

SynGAP synaptic Ras GTPase-activating Protein

Tau tau protein O] M| 2~ 2H(microtubule) =
CHEtA|7{F = B E

Tau tangle Et% Ol 5

TF transcription factor T AFQIR}

TGFp transforming growth factor 3
XN = HM =t

TGN trans-Golgi network ZP7h2 3, trans Dj,) cls-
Golgi network= = X| A|
& M H(cis™)

thylakoid Set30|E

TNFa tumor necrosis factor a

trafficking

transcription AL

tumor necrosis S| AL

S regulatory protein found in most tissues of

ubiquitin eu?(aryoti}(/: Fc)>rganisms i.e. it occurs ubiquitously wHI7IE

Whnt A& ol A o] o %
0H:||_L.;A+ OFO=E| 2 Al

YEKL Y =tyrosine, E=glutamate, K=lysine, L-leucine ZEIHOIE, 2[A, &

AI
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B-catenin




